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5 <110> APPLICANT: Deutsches Krebsf orschungszentrum 

9 <120> TITLE OF INVENTION: Use of ADAM 12 for diagnosis and therapy of 
preeclampsia 

13 <130> FILE REFERENCE: DK62208PC 
C--> 17 <140> CURRENT APPLICATION NUMBER: US/10/576,266 
C--> 17 <141> CURRENT FILING DATE: 2006-04-17 

17 <150> PRIOR APPLICATION NUMBER: EP03023815.8 

19 <151> PRIOR FILING DATE: 2003-10-17 

23 <160> NUMBER OF SEQ ID NOS : 20 

27 <170> SOFTWARE: Patentln version 3.1 

31 <210> SEQ ID NO: 1 

33 <211> LENGTH: 5062 

35 <212> TYPE: DNA 

37 <213> ORGANISM: Homo sapiens 

41 <220> FEATURE: 

43 <221> NAME/KEY: CDS 

45 <222> LOCATION: (307) (3036) 

47 <223> OTHER INFORMATION: 
W--> 51 <400> 1 

52 cactaacgct cttcctagtc cccgggccaa ctcggacagt ttgctcattt attgcaacgg 60 
54 tcaaggctgg cttgtgccag aacggcgcgc gcgcgacgca cgcacacaca cggggggaaa 120 
56 cttttttaaa aatgaaaggc tagaagagct cagcggcggc gcgggccgtg cgcgagggct 180 
58 ccggagctga ctcgccgagg caggaaatcc ctccggtcgc gacgcccggc cccgctcggc 240 
60 gcccgcgtgg gatggtgcag cgctcgccgc cgggcccgag agctgctgca ctgaaggccg 300 

62 gcgacg atg gca gcg cgc ccg ctg ccc gtg tec ccc gec cgc gec etc 348 

63 Met Ala Ala Arg Pro Leu Pro Val Ser Pro Ala Arg Ala Leu 

64 1 5 10 
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785 










790 










795 










262 


gac 


ate age 


aga 


ccc 


etc 


aac 


ggc 


ctg 


aat 


gtc 


cct 


cag 


ccc 


cag 


tea 


2748 


263 


Asp 


He Ser 


Arg 


Pro 


Leu 


Asn 


Gly 


Leu 


Asn 


Val 


Pro 


Gin 


Pro 


Gin 


Ser 




264 




800 








805 










810 












266 


act 


cag cga 


gtg 


ctt 


cct 


ccc 


etc 


cac 


egg 


gec 


cca 


cgt 


gca 


cct 


age 


2796 


267 


Thr Gin Arg 


Val 


Leu 


Pro 


Pro 


Leu 


His 


Arg 


Ala 


Pro 


Arg 


Ala 


Pro 


Ser 




268 


815 








820 










825 










830 




270 


gtc 


cct gec 


aga 


ccc 


ctg 


cca 


gee 


aag 


cct 


gca 


ctt 


agg 


cag 


gec 


cag 


2844 


271 


Val 


Pro Ala 


Arg 


Pro 


Leu 


Pro 


Ala 


Lys 


Pro 


Ala 


Leu 


Arg 


Gin 


Ala 


Gin 




272 








835 










840 










845 






274 


*ggg 


acc tgt 


aag 


cca 


aac 


ccc 


cct 


cag 


aag 


cct 


ctg 


cct 


gca 


gat 


cct 


2892 


275 


Gly Thr Cys 


Lys 


Pro 


Asn 


Pro 


Pro 


Gin 


Lys 


Pro 


Leu 


Pro 


Ala 


Asp 


Pro 




276 






850 










855 










860 








278 


ctg 


gec aga 


aca 


act 


egg 


etc 


act 


cat 


gee 


ttg 


gee 


agg 


acc 


cca 


gga 


2940 


279 


Leu Ala Arg 


Thr 


Thr 


Arg Leu 


Thr 


His 


Ala 


Leu 


Ala 


Arg 


Thr 


Pro 


Gly 




280 




865 










870 










875 










282 


caa 


tgg gag 


act 


ggg 


etc 


cgc 


ctg 


gca 


ccc 


etc 


aga 


cct 


get 


cca 


caa 


2988 


283 


Gin Trp Glu 


Thr 


Gly 


Leu Arg 


Leu 


Ala 


Pro 


Leu 


Arg 


Pro 


Ala 


Pro 


Gin 
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RAW SEQUENCE LISTING DATE: 03/21/2007 

PATENT APPLICATION: US/10/576,266 TIME: 16:13:25 

Input Set : A : \pto . kd . txt 

Output Set: N:\CRF4\03212007\J576266.raw 

284 880 885 890 

286 tat cca cac caa gtg ccc aga tec acc cac acc gec tat att aag tga 3036 

287 Tyr Pro His Gin Val Pro Arg Ser Thr His Thr Ala Tyr lie Lys 

288 895 900 905 

290 gaagecgaca ccttttttca acagtgaaga cagaagtttg cactatcttt cagctccagt 3096 

292 tggagttttt tgtaccaact tttaggattt tttttaatgt ttaaaacatc attactataa 3156 

294 gaactttgag ctactgccgt cagtgctgtg ctgtgctatg gtgctctgtc tacttgeaca 3216 

296 ggtacttgta aattattaat ttatgcagaa tgttgattac agtgcagtgc gctgtagtag 3276 

298 gcatttttac catcactgag ttttccatgg caggaaggct tgttgtgctt ttagtatttt 3336 

300 agtgaacttg aaatatcctg cttgatggga ttctggacag gatgtgtttg ctttctgatc 3396 

302 aaggecttat tggaaagcag tcccccaact acccccagct gtgcttatgg taccagatgc 3456 

304 agctcaagag atcccaagta gaatctcagt tgattttctg gattccccat ctcaggccag 3516 

306 agecaagggg cttcaggtcc aggctgtgtt tggctttcag ggaggccctg tgccccttga 3576 

308 caactggcag gcaggctccc agggacacct gggagaaatc tggcttctgg ccaggaagct 3636 

310 ttggtgagaa cctgggttgc agacaggaat cttaaggtgt agccacacca ggatagagac 3696 

312 tggaacacta gaeaagecag aacttgaccc tgagctgacc ageegtgage atgtttggaa 3756 

314 ggggtctgta gtgtcactca aggeggtget tgatagaaat gccaagcact tctttttctc 3816 

316 gctgtccttt ctagagcact gccaccagta ggttatttag cttgggaaag gtggtgtttc 3876 

318 tgtaagaaac ctactgccca ggcactgcaa accgccacct ccctatactg cttggagctg 3936 

320 agcaaatcac cacaaactgt aatacaatga tcctgtattc agacagatga' ggactttcca 3 996 

322 tgggaccaca actattttca gatgtgaacc attaaccaga tctagtcaat caagtctgtt 4056 

324 tactgeaagg ttcaacttat taacaattag gcagactctt tatgettgea aaaactacaa 4116 

326 ccaatggaat gtgatgttca tgggtatagt tcatgtctgc tatcattatt cgtagatatt 4176 

328 ggacaaagaa ccttctctat ggggcatcct ctttttccaa ettggctgea ggaatcttta 4236 

330 aaagatgett ttaacagagt ctgaacctat ttcttaaaca cttgcaacct acctgttgag 4296 

332 catcacagaa tgtgataagg aaatcaactt gcttatcaac ttcctaaata ttatgagatg 4356 

334 tggcttgggc agcatcccct tgaactcttc actcttcaaa tgectgacta gggagccatg 4416 

336 tttcacaagg tctttaaagt gactaatggc atgagaaata caaaaatact cagataaggt 4476 

338 aaaatgecat gatgectctg tcttctggac tggttttcac attagaagac aattgacaac 4536 

340 agttacataa ttcactctga gtgttttatg agaaagcett cttttggggt caacagtttt 4596 

342 ectatgettt gaaacagaaa aatatgtacc aagaatcttg gtttgectte cagaaaacaa 4656 

344 aactgeattt cactttcccg gtgttcccca ctgtatctag gcaacatagt attcatgact 4716 

346 atggataaac taaacacgtg acacaaacac acacaaaagg gaacccagct ctaatacatt 4776 

348 ccaactcgta tagcatgeat ctgtttattc tatagttatt aagttcttta aaatgtaaag 4836 

350 ccatgctgga aaataatact gctgagatac atacagaatt actgtaactg attacacttg 4896 

352 gtaattgtac taaagccaaa catatatata ctattaaaaa ggtttacaga attttatggt 4956 

354 geattaegtg ggcattgtct ttttagatgc ccaaatcctt agatctggca tgttagccct 5016 

356 tcctccaatt ataagaggat atgaaccaaa aaaaaaaaaa aaaaaa 5062 
359 <210> SEQ ID NO: 2 
361 <211> LENGTH: 909 
363 <212> TYPE: PRT 
365 <213> ORGANISM: Homo sapiens 
369 <400> SEQUENCE: 2 

371 Met Ala Ala Arg Pro Leu Pro Val Ser Pro Ala Arg Ala Leu Leu Leu 

372 15 10 15 

375 Ala Leu Ala Gly Ala Leu Leu Ala Pro Cys Glu Ala Arg Gly Val Ser 

376 20 25 30 

379 Leu Trp Asn Gin Gly Arg Ala Asp Glu Val Val Ser Ala Ser Val Arg 

380 35 40 45 
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VERIFICATION SUMMARY DATE: 03/21/2007 

PATENT APPLICATION: US/10/576 , 266 TIME: 16:13:26 

Input Set : A:\pto.kd.txt 

Output Set: N:\CRF4\03212007\J576266.raw 

L:17 M:270 C: Current Application Number differs, Replaced Current Application No 
L:17 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:51 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 1 , Line# : 47 
L:619 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 3 , Line# : 615 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/576 , 266 



DATE: 03/16/2007 
TIME: 11:11:45 



Input Set : A:\Sequence.txt 

Output Set: N:\CRF4\03162007\J576266.raw 





5 


<110> 




9 


<120> 




13 


<130> 


c--> 


17 


<140> 


c--> 


17 


<141> 




17 


<150> 




19 


<151> 




23 


<160> 




27 


<170> 



Deutsches Krebsf orschungszentrum 



DK62208PC 



2006-04-17 



Patentln version 3.1 



ERRORED SEQUENCES 

1443 <210> SEQ ID NO: 20 

1445 <211> LENGTH: 21 

1447 <212> TYPE: DNA 

144 9 <213> ORGANISM: Homo sapiens 

1453 <400> SEQUENCE: 20 

jaggataa tcacctgagc a 



..... , 





21 
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VERIFICATION SUMMARY DATE: 03/16/2007 

PATENT APPLICATION: US/10/576 , 266 TIME: 11:11:46 

Input Set : A:\Sequence.txt 
' ' * Output Set: N:\CRF4\03162007\J576266.raw 

L:17 M:270 C: Current Application Number differs, Replaced Current Application No 
L:17 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:51 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 1 , Line# : 47 
L:619 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 3 , Line# : 615 
L:1467 M:254 E: No. of Bases conflict, this line has no nucleotides 
M:254 Repeated in SeqNo=2 0 
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